Purity data from the SPOT synthesis of monosubstituted peptides. These peptides were selected randomly from the library for quality control. MW calc is theoretical molecular weight and MW anal is the molecular weight from analysis
United BioSystems Inc (T): 800-549-9126 (F): 240-794-9126 www.unitedpeptide.com Figure S1
Characterization, HPLC and MS data of the purified peptides from united biosystems. Purity is measured by HPLC, 220 nm, C18, and linear gradient. MW(theo.) is the theoretical molecular weight. 1.6,1.6,0.8; 1.6,1.6,1.6; 3.2,1.6,0.8; 3.2,1.6,1.6; 3.2,3.2,1.6; 3.2,3.2,3.2; 6.4,3.2,3.2; 10 6. 4,6.4,3.2; 6.4,6.4,6.4; 12.8,6.4,6.4; 12.8,12.8,6.4; 12.8,12.8,12 .8]; WT Conservation in Homologs Mutational Tolerance Figure S3 Mutational tolerance does not strongly negatively correlate with wild-type conservation in natural homologs. Mutational tolerance is computed as the frequency of single mutations at a site that exhibit MIC values that are not twofold weaker than wild-type (via data in Figure 2 ). Wild-type conservation in homologs is computed as the frequency of that site's wild-type amino acid within 35 homologs identified via BLAST of the oncocin sequence. Figure S5 The blue curve represents the sample that had P4K/L7K incubated with cell-free supernatant for 2 hrs. The cell-free supernatant was prepared using a centrifuge from a cell culture grown in 20% M9 broth for 2 hours. The red curve is a control with P4K/L7K in the sterile water for 2 hrs. The peak area of the blue curve was 22.5 (mAU × min), and the peak area of the red curve was 21.9 (mAU × min). 
